). qRT-PCR assay showed that transcription of TNF-a, IL-1β and IL-12 was increased in M1 macropahges compared to M2 macrophages, and transcription of CD163, CD206, IL-10, CCL17 and IL-1RA was increased in M2 macropahges compared to M1 macrophages. Each bar represents the mean ± SEM (n = 3, *P < 0.05, **P < 0.01).
Supplementary
: Monocyte-derived M2 macrophages were obtained from human peripheral blood CD14 + monocytes treated with 100 ng/ml M-CSF for 5 days, followed by 20 ng/ml IL-4 and 20 ng/ml IL-13 for 3 days.
Monocyte-derived M1 macrophages were obtained from human peripheral blood CD14 + monocytes treated with 50 ng/ml GM-CSF for 5 days, followed by 100 ng/ml LPS and 20 ng/ml IFN-γ for 3 days. qRT-PCR assay showed that transcription of TNF-a, IL-1β, IL-6 and increased in M2 macropahges compared to M1 macrophages. Each bar represents the mean ± SEM (n = 3, *P < 0.05; **P < 0.01; ***P < 0.001). 

